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Abstract:  Objective To investigate the expression of adhesion G protein—coupled receptor L3 (ADGRL3) in glioma
and its association with the prognosis of glioma patients. Methods Bioinformatics database and tools were used to analyze
the expression of ADGRL3 in pan—cancer and compare the level of ADGRL3 between different grades of glioma and
between glioma patients with different pathological features, and the association of ADGRL3 with the prognosis of glioma

patients was analyzed. DAVID database was used to perform gene ontology enrichment analysis of the interacting genes and

HEE&TE : HE A ARHFHEA I 5 H (82073109)

%5 B #A:2024-06-05; &[5 A #i: 2024-08-02

EEE N : E2E(1996—) 20, WFoe B3, i1, 2 N F MR 24158 . Email: 843211672@qq.con.
EE1ESE 1S VKIT , Email : fengbh2010@163.com.,

« 75 -



2024,51(5)

T RN G AR I SZ A L3 7 e TR v i 22 38 K B 43 BT

proteins identified by SRTING and GeneMANIA databases. Finally TIMER database was used to perform immune
infiltration analysis of ADGRL3. Results ADGRL3 was highly expressed in various tumors, with a significantly higher
expression level in low—grade glioma and glioblastoma compared with other tumors, and its expression level decreased with
the increase in the grade of glioma. The expression of ADGRL3 was correlated with multiple clinicopathological parameters.
As for low—grade glioma, the patients with high ADGRL3 expression had a better prognosis than those with low expression
(P <0.05) ; however in glioblastoma, the expression level of ADGRL3 was not significantly associated with the prognosis of
patients (P >0.05). The analysis of SRTING, GeneMANIA, and DAVID databases showed that the interacting genes and
proteins of ADGRL3 were mainly enriched in the processes such as signal transduction, protein homodimerization activity,
and neuron projection. ADGRL3 was associated with the infiltration of CD8" T cells in brain tumor. Conclusion ADGRL3

can affect the development, progression, and prognosis of glioma and may be used as a biomarker for the prognosis of

http://www.jinn.org.cn

glioma patients.
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