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Regulatory mechanism of circular RNA in the development and progression of glioma

and related application and research advances
ZHOU Shuo', ZHANG Zuoxin’, REN Peng’, CAO Yongyong', LU Shengqing’
1. School of Medicine, Chongging University, Chongging 400030, China
2. Department of Neurosurgery, Xingiao Hospital , Army Medical University, Chongqing 400037, China
Abstract: Glioma is a common primary intracranial malignancy characterized by rapid progression, high recurrence rate,
and poor prognosis. Circular RNA (circRNA) is a special type of non—coding RNA and has unique stability, tissue
specificity, and disease specificity. Current evidence has shown that abnormally expressed circRNAs play an important role
in the proliferation, invasion, migration, and apoptosis of glioma cells and are considered novel biomarkers for the early
diagnosis and prognostic evaluation of glioma, which provides new ideas and methods for the prevention, diagnosis, and
targeted treatment of glioma. This article reviews the regulatory mechanism of circRNA in the development and progression
of glioma and the latest advances in the application of circRNA in the clinical diagnosis and treatment of glioma.
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