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MicroRNA #H 3 £ & Dicer rs1057035 £ &M 5K EBEHE X EF R

TR, LR
AT E— AR ERAYZIS=F B B 712000

W OE:BR IR X DU AT, Dicer 25 rs1057035 2 25 5 I B B B9 AR M. iR 200 £ B T X
JE J5% 96 R S 10 2, B L 35 45 () 300 7 FROBHE B TR T 1 AR IR 0 B 3 184 94 SRy o IR AL, CSE i A JB A 6 Il
IRBERE, IR TR 5 BB S L — BRI 4 DD At 23 At ( PCR-RELP ) ¥5 46 I Dicer JE A 1s1057035 iz F IR LB, &R W
B 44 H % Dicer 5 [F 1s1057035 o7 5 % 7 3 H C 43 A 9 R W AR T3 B4 (x* =5.137,P =0.023) . 42240, i 5848
L7 L TR COIT A TG TN T 5, O Ml JR8 e 0 % e s 2 LA R T Y | IV Y )i 5 9 S0 R R ( OR = 0.253,95% €1 0. 067 ~
0.949 ,P=0.036;0R =0.561,95% CI 0.339 ~0.930,P =0.024; 0R =0.525,95% CI 0. 284 ~0.969,P =0.037),
i DicerFL[H 1s1057035 £ 45V T AR 5 Mg i o Wu{?%’"”&ﬁ?é
3 817 : MicroRNA # 5 3 [A ; Dicer; rs1057035 ; i i ; B A% 1 iR 2 & M
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Association of the microRNA-related gene Dicer rs1057035 polymorphism and glioma

DONG Fa-da, MA Xiao-hu. Department of Neurosurgery ,the First peoples Hospital of Xianyang ,Shanxi Xianyang,712000

Abstract: Objective To investigate the association between the Dicer gene rs1057035 polymorphism and glioma in the Han Chinese
population in Shaanxi Province, China. Methods A total of 200 patients with glioma in Shaanxi Province were enrolled as case group,
and 184 patients without tumor diseases who were hospitalized and treated in our department during the same period of time were en-
rolled as control group. Their clinical data were collected, and polymerase chain reaction-restriction fragment length polymorphism was
used to analyze the single nucleotide polymorphism of Dicer gene rs1057035. Results The case group had a significantly lower fre-
quency of C allele of Dicer gene rs1057035 than the control group (y* = 5.137, P =0.023). The stratified analysis showed that Dicer
151057035 C allele significantly reduced the risk of glioma in alcoholics (odds ratio [ OR] =0.253, 95% confidence interval [ CI] .
0.067 -0.949, P =0.036) , patients without a family history of tumor disease (OR =0.561, 95% CI; 0.339 -0.930, P=0.024),
or patients with type III/IV glioma (OR =0.525, 95% CI. 0.284 —-0.969, P =0.037). Conclusions The Dicer rs1057035 polymor-
phism may be associated with the genetic susceptibility to glioma.

Key words: microRNA-related gene; Dicer; rs1057035; Glioma; Single nucleotide polymorphism

MicroRNA ( miRNA ) J&: — K "2 fF (6 T B4 ¥ pre-miRNA 399 4 B 4 miRNA | & miRNA 7 5 f)
Wy K2 22 ~ 24 M EIF IR RO AE S DN RNA,  OCHERG > — . R 2 TF 50 45 S R Dicer 55 K
HETHFR NS 5 AR 60% & AR A W MR &4 RIBE WAL . A2 %5 a R
PLTENR G R A0 A Ak H A {th%iﬁzaﬁf@ 7% Dicer 2 [H 151057035 £ 25 1 5 3% 1 b i 5 e
@E@ﬁi@@%@%ﬂwmﬁ' o JTAESR BB PRI AE T ﬁﬁaﬁubﬁﬁ@wmﬁ,u@ﬂwi
5% 42 B miRNA 2 5 41 3% 5 5 78 19 149 22 b i 98 1k %ﬁ@%ﬂ%ﬂw:a S FLIRE 45 B % T 4N
TR K KRB AEDY . Dicer AL AR MRS, B A ST Dicer £ H 181057035 £ 4%
WERZR N UG, J& T RNase III ZZHE A — D3, A1 5500 0 B9 (0 A G MEE 52 H A A e il . IRtk , A

WS B #A:2107 - 12 -22; {85 H #§:2018 - 03 - 05
PEEB AT H AR (1983 =) B3 8001, F BRI, AR T 10 - B M A7 Sl Bk ose B e

- 151 -



Journal of International Neurology and Neurosurgery 2018 ,45(2)

F 78 e I rs1057035 {7 0 3% P 22 25 1 5 1 e Jo 98
AL S JBE K G, 38 3 B 200 {31 N e R BB AN
184 {5 9 i 957 X B2 AR & rs1057035 {7 g Jk A 7Y
45 5 JE R A AR, B3 11057035 JE [ £ 45
5 0 e SR 0 G &R, R IR AR SRS

1 NWRERBE
1.1 HFRWHK

PEFE 2015 45 1 H & 2017 48 1 A TR BE B
TR YT IR IS o R A A AR D e 0 28 BRI T R AR
HL W 2 BRAG AE S5, HOREAS SR AR TR & 2 ik
RIF 6 IT, % B 40 39 A 200 ) 2, Hob Bk
LLL ], 2ot 89 i, V- Xy 4E¥% (46. 1 £9.8) %, i
B35 5 [ 3 7 3% B A3 B 36 97 00 SIF i 18 3 A Dy )
BRZH 4 00K 2 349 HE BR & JF A I 9 4k 95 0 T RE
ToMhoRs 5 s, % BRI g A 184 il R, Hop
£ 106 i, o 78 i, - B A (45.8 £9.3) %,
FTA A4l B 2 o0 B e DR N, FL B ot G Il 2% %
R ARG AR BB T RS A, ITA A
20 B3 2 3 o A )
1.2 FENHFMKA

DNA #2307 & 3 bt KRR AL B R
oA, g B A TR R %5 R A F R
i, PCR Y K iy #IC IR 25 0 ML ¥ W B £8 [5 Eppendorf
o], TE A KA B A N — AR, SRS B
U B T8 B kAR A R A
1.3 Fik
1.3.1 BARTHKE RENFTEQFRSE
S8 N oINS R S 7 - A 2 o N
Te8 VR R i s S B A A L e B 4 A AR T OE R
Ji g WHO 35 3853 e 45 2R o A BF 00 W M e Sk B
K=l XHFM, =3 DMl E X &=
DT RIREBE=60g, S RIKCBE=20g, F74 =
3 AN F 5 T 2 D R 58 0 Sy DS Sl A £k
B R TAE =1 4R M R s X — R H R

Ja A T G R R
1.3.2 XA S AR REHRSENIE
bk I 9 5 K A, B EUHR 43 BE AR R H DNA
PG ) £ 42 B4 oM 3 41 DNA . SR 3R A Bl B
B RE-BE M D) B 43 BT 3k KR DIl Dicer JE
rs1057035 fif g B R £ A M. PCR N 1K &
(25pL) 4 . b F i34 1pl( 1.5 -AGT-
TAGGACTGCGGAAAG-3 *; F Ji#: 5 ' -GCAATGT-
GAGACCGAATG-3" ) , ##7 DNA 1pL, dNTP i& &
2L, TaqgDNA 5 A il 0. 25uL, 10 x Buffer 2. 5pL,
HA b K& WK R &M |5k
95C AL Smin, #R J5 4% IR 95°C A4 305 58C iR
2k 30s 72°C 4E K 30s [ 0T 4G 24 34 J5 I, i e
72CHER Tmin, B O. 5wl ZE 4 7= 49 i B BR 1 14 Py
VI Hha T 3E47 B U, B U0 1k & (20 ul) {345 : PCR
FEH) 17w, 10 x Buffer 2 WL 1P ¥ i 1 L, 2R 4%
25 37°C 16h, 88 )5 65°C T i Y) 10min 28 11 [ B .
Bt U0 7=y AT vk, RN R R IR A
1.4 HitFaE

K H SPSS 19. 0 &5 3 84 43 B Ak 31, A BF 53 3t
R A o A KOy 25 57 MR T R REORL, 2
Rlhwxs £, T BEBSERLUMBE (%)
FoR A R X RS BRI R Gy A R
Hardy - Weinberg - fffj & A £ 5 . >R FH b {E H ( Odd
Ratio , OR ) K H: 95% 7] {5 [X [i] ( Confidence Interval,
CI) RO FR R BE . p <0.05 h 253 A 5t B

X
2 BR
2.1 EHEFABILK

e 1,9 B4 5 6 BEA L B, R AL TE AR G
S, TR TR S £k T B R s R0 B R P e
XL EZH i EZSFHLEITFEEL(H P>
0.05) .

F1 HAELERIER
WA Bl FR(F) F(n(%)] BEMn(%)] WE(%)] KFHERLEZEL(n(%)] MEEERBEEE[n(%)]
JafslZe 200 46.1x9.8 111(55.5) 68(34.0) 27(13.5) 3(1.5) 20(10.0)
M 184 45.8+9.3 106(57.6) 76(41.3) 19(10.3) 2(1.1) 16(8.7)
x* 0.328 0.173 2.182 0.916 - 0.192
P 0.747 0.677 0.140 0.339 1.000 * 0.661

* Fisher 44 # # 36

2.2 Hardy-Weinberg & EH R E R
W& 1, Dicer 3 151057035 v /5 5L K B 411 45

TT,TC A1 CC = Fl, AW 58 tp B 41 H # 151057035
L 5 55 R AL 43 A 4645 5K 38 #F 7+ Hardy - Weinberg 33 f%
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F#(P>0.05) , RARIKRMEE, X R AL 550 401 21 AE e 3 DR TR R o 3R AT B R
TERHLGEIT¥E X (B P >0.05); #HIHE®
[T = S e (VA o I O I < i LTI
B k% R K (OR = 0. 253,95% CI 0. 067 ~
0.949 ,P =0.036 ) ; i A7 JC M98 1 92 9 5 Ik o8 4
JZ2 4 oA S A BE T Con AR G i R R R
TR S B E I R & AU (OR = 0.561,95% CI
M1 2 s 4 s e g 0.339 ~0.930,P =0.024) ; % I8 JiZ i & WHO 43
By )2 4 R AR G L C AT BRI I 2 | IV 7 R
R R R K (OR = 0. 525,95% CI 0. 284 ~
0.969 ,P =0.037) .

300 bp

200bp

100bp
50bp

1 Dicer £ B 151057035 4= & PCR-RFLP & 7 B
(1,2,3.TT;4,6,7:TC,5:CC;M : maker)

2.3 Dicer £ F rs1057035 x5 ERKRRES
%2 Dicer EH rs1057035 £ SMEKRBS B ENX R

W% 2, % 4L 5 % B 41 H B, Dicer 3 N T e e s oo
151057035 M HEMNEFS AWM EEFHERSR TC 36(18.0) 49(26.6)
FE (¢ =5 137, P =0.023) , {5 35 K 8 ) 75 cc 3(1.5) 5(2.7)
R BB B Y (4 =5. 133 P =0.077) . T 358(89.5) 309(84.0)  5.137  0.023
R EF LGB L (x , ) . 2(10.9) 59(16.0)

2.4 HESH
LUE SN 1 s o« o 1 BN ) = e =

%3 Dicer E[H rs1057035 514 52 LRE S B EN S BESHT

g J7 1) 20 pog: ik R A BEAEA(TT vs TC + CC) Fak A B AR (TT + TC vs CC)
TT TC CC TT TC CcC OR (95% CI) P OR (95% CI) P

i

<45 ¥ 87 19 0 53 19 2 0.551(0.271 ~1.119) 0.097 0.973(0.937 ~1.011) 0.168

>45 % 74 17 3 67 30 3 0.549(0.288 ~1.047) 0.067 1.066(0.210 ~5.417) 0.939
PR

B 90 19 2 T4 30 2 0.540(0.287 ~1.014) 0.053 0.954(0.132 ~6.899) 0.963

4 71 17 1 56 19 3 0.645(0.316 ~1.319) 0.228 0.284(0.029 ~2.789) 0.251
)

P32 52 15 1 51 24 1 0.628(0.300 ~1.311) 0.214 1.119(0.069 ~18.249) 0.937

ES 109 21 2 79 25 4 0.575(0.309 ~1.068) 0.078 0.400(0.072 ~2.227) 0.280
B4

P 22 5 0 10 8 0.253(0.067 ~0.949) 0.036 0.947(0.852 ~1.053) 0.228

% 139 31 3 120 41 4 0.652(0.392 ~1.084) 0.098 0.710(0.157 ~3.223) 0.656
T R e S

H 14 5 1 10 6 0 0.714(0.177 ~2.875) 0.635 1.053(0.952 ~1.164) 0.364

P 147 31 2 120 43 5 0.561(0.339 ~0.930) 0.024 0.366(0.070 ~1.914) 0.216
WHO 4-#

T A+ TR 83 20 2 130 49 5 0.638(0.362 ~1.125) 0.119 0.695(0.132 ~3.647) 0. 666

ma + VA 78 16 1 0.525(0.284 ~0.969) 0.037 0.381(0.044 ~3.307) 0.364

ERHEBR L RE L BEOE Y, oMK H
3 378 HIE VT A SR A4 A5 BF 58 & B miRNA 221, miR-

MiRNA A B A2 i 8 1 50, A0l 5 #8 mR- NA-218 miRNA-16 % Z fft miRNA 55 Ji Ji i 35 15 %)
NA3” 3R 4 1 X 45 &, A 42 R AR 8 mRNA, S0 A OCY o miRNA AR G 80 4% 45 1k & 75 ¥ ( sin-
L mRNA B R, T2 5 8 A A B 4%, gle nucleotide polymorphism , SNP) J& i — & 41 55 miR-
AW FEAE TR N LY 60% 3 3 B Gd B2 5 miRNA - NA Az g B e K % A AR G Y SNPs , £ 4 miR-
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NA #% 8 £ 5] SNP, miRNA £ 4 4 % B SNP Al miR-
NA 254 {2 5 SNP = K28 51", Dicer & K SNPs 1
J& T miRNA 4 ¥ & B SNP

Dicer [fiff /& miRNA i 3\ i ¢ 48 fiff 2 — , Dicer fiff
F2 3K 58 ] B 0 miRNA ZE B O B8 R HE L B4R
ZHF 5 YN R Dicer & — Fp i 9 A 7, 2 FlUE
i Je £ Wk & B AF FE Dicer 33K F B, K10 A4 BF 5%
& B G A B 9 A Burkiw” s 6k EL IR £R 35 Dicer FE R 3R
ik B3R [ R AR BF 9T Dicer 15 VE i R BS
Z 0] 56 72 Bt 75 2 A0 L2538, T 68 R 9 M &S B e
BH WG AR R85 Dicer 5 & 3K AH O, 10 2L I %4
B WG AT BE S Dicer f§ Fak M"Y L EH
G3 BT IA S 33X B A 9 25 R 4 R X [] 7 v e Pk
PR 5 Dicer 3¢ A7 B2 40 AT B3 .

Dicer 2: [ 151057035 i 5 R 28 732 17 48 W. I
NHEh, BRAE B9 R BLIZ A R 2 51k 5 2 R P b
95y RE A G, Yu ST — I 40 A 12675 i H
LR Hr R BoR 11057035 £ 450 5 M
S B % VI M1 2, #E 47 Dicer 3£ A 1s1057035 {37 /4
SR COmT R IG e g R R KU SR T B
B M B = 1s1057035 £ 25 5 e 98 A0 ¢ o i BF
FEH A . ARWFIE % B Dicer 3L 151057035 i %
e CAEXS BUZH AN HEh 7 M R 16% , 5 1Bk
AW AL . AS BIF 58 25 SR 30 o s ) 41 5 B A
FL#E, rs1057035 {37 5 5 1 5 B 4 A 40 3% 25 5 4 L
B G0 S, WA R AR A IR C Rl R IR R TR
T SRS KU o AR B 5 0F — 2B e BRCAE S, 1 L
FH NG i 98k B 0 5K R s ORI B WHO 4y Y
HEAT A3 2, o T 5 B R B IR i O R A5 R
PR M o2 AR L5 v JE [ Cml R I 1A TR &L G o
P9 R R SRR A TR e AU T RIS R A
I A4 IV YR 598 2 98 IR, {3 v B BIL 1 H A
WA AE W] REAE T AR IR A0 R B B b
T 5 10 KR AR BF 5 0 LA B8 30F

Z8 L frik , Dicer FE[H rs1057035 Z &P B L
JI2 5 980 o e Mk VD AH O AR A JE R CT R I R R
I8 R R, (AR F ST A A% G2 A5 B, T B 2 A
KWL R AL . 54k, 55T Dicer 76 Bl I8 1 %6 %
& 4 T RE I LR L, rs1057035 {7 g1 5 b
SNPs A . 1 Fi %5 ] A0t 0 15 ) 2 ik — T 5% .
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